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Preface

This proceedings volume contains original research papers presented at the German Conference
on Bioinformatics 2013 (GCB’13) held at Georg-August-University, Gottingen, Germany,
September 11-13, 2013.

The GCB is an annual, international conference devoted to all areas of bioinformatics.
Recent meetings attracted a multinational audience with 250 — 300 participants each year.

GCB’13 is organized by the bioinformatics groups at Géttingen Research Campus in
cooperation with the German Society for Chemical Engineering and Biotechnology (DE-
CHEMA ), the Society for Biochemistry and Molecular Biology (GBM) and the Special Interest
Group on Informatics in Biology of the German Society of Computer Science (GI).

Five internationally renowned speakers agreed to give keynote talks at GCB’13: Manfred
Eigen, Gene Myers, Erwin Neher, Terry Speed and Sarah Teichmann. Four satellite workshops
were held on 10 September 2013 on Statistical Methods in Bioinformatics, Computational
Methods for Metagenomics and Meta-Omics, Alignment-Free Sequence Comparison and
Methods for Integrated Analysis of Multi-Level Datasets.

Submissions to GCB’13 were possible as Regular Papers, i.e. original research papers,
Highlight Papers, usually reporting on work published during the last year, or poster abstracts.

Overall, we received 26 submissions for Regular Papers and 19 Submissions for Highlight
Papers. After a careful reviewing procedure and discussions in the Program Committee, 12
out of the 26 Regular submissions and 8 out of the 19 Highlight submission were selected for
oral presentation at the conference. This proceedings volume contains revised versions of the
12 selected Regular Papers.

We would like to thank all authors, members of the Program Committee and subreviewers
as well as the members of the local Organizing Committee and the support team for their
work. In particular, we are indebted to Dr. Anne-Kathrin Schultz for doing most of the
organization work for GCB’13. We thank Andreas Leha for organizing the production of
this proceedings volume and Britta Leinemann for administrative support.

Gottingen, September 2013
Burkhard Morgenstern and Edgar Wingender
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